At the time of writing, the genus Actinomyces comprises 37 species, 19 of which have been described in the last 10 years (http://www.bacterio.cict.fr/a/actinomyces.html). From molecular genetic studies (Ramos et al., 1997) , it has become evident that the genus Actinomyces as it is currently defined is very diverse and some authors have already advocated that the genus could be split into several genera (Hall, 2008; Ramos et al., 1997; Schaal et al., 1999) . However, the diversity within the genus Actinomyces facilitates the definition of novel species because Actinomyces species exhibit 16S rRNA gene divergence rates of greater than 5 % (Hall, 2008) .
During our ongoing research project on the taxonomy of coryneform bacteria, we received a human-derived strain with unusual features. Strain 1094 T was isolated in pure culture from aerobically incubated sheep blood agar (BD, Heidelberg, Germany) inoculated with a wound swab taken from an 89-year-old female patient in Freiburg/Breisgau, Germany. Gram-staining revealed coryneform bacteria but filamentous forms were not observed. The isolate did not stain partially acid-fast. After 72 h incubation on sheep blood agar at 35 u C in a 5 % CO 2 -enriched atmosphere, colonies were white-greyish, 1 mm in diameter and were not lipophilic.
Chemotaxonomic investigations revealed the absence of mycolic acids. The main straight-chain saturated cellular fatty acids are palmitic acid (32 %) and stearic acid (15 %); small amounts of decanoic, dodecanoic and tetradecanoic acids were also detected. Oleic acid (39 %) was the predominant unsaturated fatty acid. This combination of features was compatible with the assignment of strain 1094 T to the genera Actinomyces, Arcanobacterium or Actinobaculum (Funke, 2005; Funke & Bernard, 2007; Könönen & Wade, 2007) .
Phenotypically, strain 1094
T grew equally well under aerobic and anaerobic conditions. Strain 1094 T expressed catalase activity, which is detected in only 10 of the 37 recognized species of the genus Actinomyces (An et al., 2006; Funke, 2005; Hall et al., 2005; Henssge et al., 2009; Renvoise et al., 2009) . Interestingly, strain 1094 T showed a strongly positive CAMP reaction with Staphylococcus aureus ATCC 25923, which, to the best of our knowledge, is only seen in Actinomyces neuii (Funke et al., 1993 (Funke et al., , 1994 and not in any other species of the genus Actinomyces. Further biochemical characterization of strain 1094
T was conducted according to published methods (Funke et al., 1993) with the API Coryne, API ZYM and API 50 CHB systems (bioMérieux). Although strain 1094
T was both catalase-and CAMP reaction-positive like A. neuii, it differed from A. neuii by being positive in tests for acid phosphatase, phosphoamidase and N-acetyl-b-glucosaminidase activities (Table 1) .
Since strain 1094
T exhibited many traits not seen in any other currently recognized species of the genus Actinomyces, we decided to investigate the phylogenetic distinctiveness of the strain by almost entirely sequencing the 16S rRNA gene (.1450 bp) according to a previously published method (Beck et al., 2008 T and other genera related to Actinomyces ranged from 87.0 to 88.7 % with the eight recognized species of the genus Arcanobacterium and from 87.7 to 88.2 % with the five recognized species of the genus Actinobaculum. From this molecular genetic data, which demonstrated a 16S rRNA gene sequence divergence clearly above the 3 % threshold for the delineation of species (Stackebrandt & Goebel, 1994) for all recognized members of the genus Actinomyces, it is evident that strain 1094 T represents a novel species of this genus.
A phylogenetic tree based on a comparison of approximately 1350 nucleotides was constructed using the neighbour-joining method in the MEGA4 software (Tamura et al., 2007;  Fig. 1 ). The maximum-parsimony algorithm and the minimum-evolution algorithm were also applied and revealed the same topology of nodes. Strain 1094 T did not exhibit a close affinity with any of the previously recognized species of the genus Actinomyces and formed a relatively deep clade.
Antimicrobial susceptibility testing was performed applying the microdilution method for coryneform bacteria and the interpretation guidelines of the Clinical and Laboratory Standards Institute (CLSI, 2006). Strain 1094
T was susceptible to cefotaxime, doxycycline, erythromycin, linezolid, meropenem, penicillin and vancomycin.
Based on the results of the outlined polyphasic taxonomic study, we propose that strain 1094
T is a representative of a novel species of the genus Actinomyces, for which the name Actinomyces hominis sp. nov. is proposed.
Description of Actinomyces hominis sp. nov.
Actinomyces hominis (ho9mi.nis L. gen. n. hominis of man, indicating that the type strain was isolated from a human).
Cells are Gram-positive-staining, non-partially acid-fast and non-spore-forming. Colonies are white-greyish, convex, not lipophilic and 1 mm in diameter after 72 h incubation on sheep blood agar at 35 uC in a 5 % CO 2 -enriched atmosphere. Acid is produced from D-adonitol, Larabinose, D-and L-arabitol, erythritol, D-fructose, Dgalactose, potassium gluconate, potassium 5-ketogluconate, methyl a-D-glucopyranoside, D-glucose, glycerol, glycogen, inositol, maltose, D-mannose, melezitose, raffinose, D-ribose, sucrose, starch and turanose, but not from amygdalin, D-arabinose, arbutin, cellobiose, dulcitol, D-or L-fucose, gentiobiose, potassium 2-ketogluconate, N-acetylglucosamine, inulin, lactose, D-mannitol, methyl a-Dmannopyranoside, melibiose, L-rhamnose, salicin, D-sorbitol, L-sorbose, D-or L-xylose or methyl b-D-xylopyranoside. Activity is observed for catalase, nitrate reductase, pyrazinamidase, acid and alkaline phosphatase, leucine arylamidase, naphthol-AS-BI-phosphohydrolase, a-and bgalactosidase, a-glucosidase, N-acetyl-b-glucosaminidase and a-mannosidase, but not for urease, gelatinase, pyrrolidonyl arylamidase, b-glucuronidase, esterase (C4), lipase (C14), valine arylamidase, cystine arylamidase, trypsin, a-chymotrypsin, b-glucosidase or a-fucosidase. CAMP reaction with S. aureus ATCC 25923 is positive. 
